Supplementary Figure 1
HeLa cells were treated in the absence of cationic lipids with asymmetric and symmetric siRNAs targeting both HTT and sFLT1. HTT expression was measured using QuantiGene 2.0 (Affymetrix), normalized to the housekeeping gene HPRT and sFLT1 expression was measured using a luciferase reporter assay (C) Representative images of alternative modification patterns and their corresponding IC50s. mRNA levels were measured using QuantiGene (Affymetrix) normalized to housekeeping gene (mouse Ppib for (A) and human Ywhaz for (B)), and presented as percent of untreated control (n=3, mean ± SD). UNT -untreated cells. IC50 values were calculated as described in Materials and Methods and are presented in table (C). A Cy3-labeled PNA fully complementary to the guide strand out-competes the passenger strand and/ or any mRNA targets the guide strand might be bound to. Then, the guide strand -PNA hybrid is separated from other components of tissue lysates by anion exchange chromatography. A calibration curve was derived by spiking in known amount of hsiRNA into tissue lysates. 
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